dsRNA viruses RNA / protein tables: Edited by Peter Mertens and Denis Bamford


The dsRNA segments and proteins of Bombyx mori cypovirus 1 (BmCPV-1), (strain I) (genus Cypovirus: family Reoviridae): 

References [in square brackets].  Recent structural analyses [7, 12, 14].  last updated  13/08/2003 

Genome Segment†
Size 

(bp)
Base pair position of ORFs


Protein1 nomenclature

 (': Protein Function)

[alternative  nomenclature2]
Protein Size

aa  

(kDa)
Copy Number/

Particle
Protein Location 
Accession Numbers 
Cognate Proteins‡
Functions and Properties

1

(4190)
40-4038
VP1
1333
(148)
120
virion
AF323781
Orbivirus VP 3(T2)

Orthoreovirus lambda 1


Major virus structural protein forms the capsid shell (CSP)3 [14]. Comparable to sub-core protein VP3(T2) of bluetongue virus &  Lambda 1 of mammalian orthoreovirus. 

2

(3,854)
78-3752
VP2 (Pol)
1225

(136)
unknown
Virion
AF323782
Orthoreovirus lambda 3(Pol) 

Orbivirus VP 1(Pol)

Rotavirus VP1 (Pol)
RNA dependent RNA polymerase (Pol),

Polymerase activity significantly stimulated by

 S-Adenosyl-l-methionine (Ado Met) or its analogues 

3 

(3,846)
41-3757
-               [VP3]
1239 (138)
unknown
Virion
AF323783
-
-

4 

(3,262)

[8]
14-3187
VP3(CaP) [VP4]
1058 

(130)
60
virion surface
AF323784
-
Guanylyl transferase, methylases, forms the turret (spike) on the virion surface.   Turret protein (TP)3 [14].. 

5

(2852)

[3]
71-2713
NS1        [NS5]

NS2       [NS5a] NS6       [NS5b]
881

(101)

(80*)

(23*)
0

0

0
Non structural

Non structural

Non structural
AB035732
-
Amino acid sequence (at position aa 232) contains an FMDV 2A-like, 'ribosome skip' sequence (NPGP) [13].  This would cause production of some of the protein molecules (total 881aa) as two polypetides of 234aa and 647aa.

6 

(1,796)

[4]
44-1726
VP4          [VP6]
561 

(64)
unknown
virion
AB030014
-
high leucine content (10%) and leucine zipper motif. ATP/GTP binding protein     (virion)

7 

(1,501) 

[4]
25-1368
 NS3

 NS4

                   [VP7]
448 

(49.8)

(58*)

  (31*)
0

0

unknown
non structural

non structural

virion
AB030015
-
NS3 and NS4 are two non-structural proteins with sizes of 58 and 61 kDa, estimated by SDS PAGE [4].

Large Protrusion Protein (LPP)3 [14].

8

(1,328)

 [5]
38-1207
VP5 or P44     

                 [NSP8]
390

(44)
unknown
unknown
AB016436
-
Unknown,  shows anomalous migration during PAGE, with apparent Mr of 55 K. 

9 

(1,186) 

[6]
75-1034
NS5        [NSP9]
320

(36)
0
Non structural


AF061199
-
dsRNA binding [6]. 

10

(944) 

[9, 10]
42-797
polyhedrin

(Pod)
252

(28.5)
unknown
polyhedra
D37768
-
polyhedron matrix protein (Pod) [1, 2, 11].

Size of genome segments and encoded proteins determined by sequence analysis of the genome segments, except where estimated from electrophoretic migration (indicated by *).

': To facilitate comparisons of proteins across species, genera and families, protein structure / function indicators have  been  added to protein names : RNA polymerase = (Pol),   Polyhedrin  = (Pod).  Guanylyl transferase / transmethylase, 'cap' forming enzyme = (CaP).   Other species within the genus may have proteins with significant differences in sizes. 
1 : Protein nomenclature based on protein migration order during PAGE (McCrae and Mertens 1983). 

2 : [Alternative nomenclature based on the number of the genome segment from which the protein is translated, (Hagiwara et al 2002)].     

3 : Structural roles ('capsid shell protein' (CSP), 'turret protein' (TP) and 'large protrusion protein' (LPP)), identified by  Zhou et al 2003.

If you have any additional data to add to this table, or any suggested corrections, please mail them to:  peter.mertens@bbsrc.ac.uk
Constructed using data supplied by  Peter Mertens,  Hajime Mori, Hong Zhou and Shujing Rao.  
Available as a WebPage (with references) : http://www.iah.bbsrc.ac.uk/dsRNA_virus_proteins/Cypovirus.htm
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